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FDCPmix proliferation inhibition by 
INPROL: direct effect in vitro 
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INPROL effects dynamic of CFU's proliferation inhibition 
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INPROL injected in vivo protects mice 
from the lethal duble 5FU treatment 
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Survival of lethally irradiated 
mice after treatment with INPROL 
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Cell regeneration in BMLTC - L1210 cultures 
after combined AraC plus Inprol treatment 
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Cell regeneration in BMLTC - L1210 cultures 
after combined AraC plus Inprol treatment 
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30 days radioprot ction by th_ bone marrow cells 
after preincubation with (B) or without (A) INPROL 
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Marrow repopulating ability of BDF1 
mice cells after incubation with SCP1 
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Pre-B progenitors number in Lymphoid Long Term Culture 
after preincubation with or without INPROL 
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INPROL improves the repopulating ability 
(LTC-IC number) of leukemic peripheral blood cells 
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Analysis: Channel A 
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Analysis: Channel A 

Peak Mo. Time Tupe HeiqhKur) . Area(uY-jec) Area.* 

1 47110 Ml 1727 24840 0.204 

2 47.723 H2 75067 1733939 14.321 

3 49 153 M3 138795 6206410 51.114 

4 52 250 Ml 8147r. 3046748 25 092 
■5 55.115 N2 13195 202166 1.664 

5 53 613 M3 19211 914954 7 535 
65 753 M ; ?'o 3066 Q Q6o 

lotnl Ar« 1 21 421 2? 9'? 996 



